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Lipopolysaccharide, LPS
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Hoechst 33258 

 
BODIPY 

�
�
�
�
�
�
�
�

�
�
�
�
�
�
�
�

�
�
�
�
�
�
�
�

�
�
�
�
�
�
�
�



/.10/ 	 . - 	 . - . - . - . - . -

2 . - 2 . - 2 . - 2 . -

21432/ 	 1. 0 / 	 1. 0 / 1. 0 / 1. 0 / 1. 0 / 1. 0 /

- 5 1. 0 / - 5 1. 0 / - 5 1. 0 / - 5 1. 0 /

/.10/ 	 . - 	 . - . - . - . - . -

2 . - 2 . - 2 . - 2 . -

/.10/ 	 . - 	 . - . - . - . - . -

2 . - 2 . - 2 . - 2 . -

HAp 
OsteoImage 
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Hoechst 33258 





Cont 
Endotoxin E. coli cells 

#1 

#3 

#2 

#8 

#10 

#9 

#4 

#6 

#5 

#11 

#13 

#12 



Control Endotoxin E. coli cells S. aureus cells 

140 µm

25 µm

140 µm 140 µm 140 µm

25 µm 25 µm 25 µm

肝実質 

Control 9.6 EU/mg 33.6 EU/mg 

433.8 EU/mg 3100.9 EU/mg 35722.7 EU/mg 
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9.6 EU/mg 

33.6 EU/mg 

433.8 EU/mg 
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0.01 µg/mg 0.1 µg/mg 

1.0 µg/mg 

10 µg/mg 

Control 

33.6 EU/mg 433.8 EU/mg 

1162.8 EU/mg 3100.9 EU/mg 35722.7 EU/mg 

9.6 EU/mg 



0.01 µg/mg 0.1 µg/mg 

1.0 µg/mg 10 µg/mg 

×10 
100 µm 

×20 
50 µm 

Control 33.6 EU/mg 433.8 EU/mg 

1,162.8 EU/mg 3,100.9 EU/mg 35,722.7 EU/mg 
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100 µm 

×10 

100 µm 
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×10 
100 µm 

×20 
50 µm 

×10 
100 µm 

Control 9.6 EU/mg 33.6 EU/mg 

433.8 EU/mg 3,100.9 EU/mg 35,722.7 EU/mg 
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100 µm 

×10 
100 µm 

×10 
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×10 
100 µm 

×10 
100 µm 

Control 9.6 EU/mg 33.6 EU/mg 

433.8 EU/mg 3,100.9 EU/mg 35,722.7 EU/mg 
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Lipid A

OR1

General structure of LPS

R1 = H or fatty acid
R2 = KDO or phosphate

KDO region

KDO = 2-keto-3-deoxy octonate
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